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3 <110> APPLICANT: sameison, Lawrence E. 

4 Zhang, Weiguo 

6 <120> TITLE OF INVENTION; Compositions and Methods for Identifying and Testing 

7 Tyrosine Kinase Substrates and Their Agonists and 

8 Antagonists 

10 <130> FILE REFERENCE: NIH-0503 3 

C--> 12 <140> CURRENT APPLICATION NUMBER: US/09/597,92 0 

C--> 13 <141> CURRENT FILING DATE: 2000-06-19 

15 <150> PRIOR APPLICATION NUMBER: 60/068,690 

16 <151> PRIOR FILING DATE: 1997-12-23 
in <160> NUMBER OF SEQ ID NOS : 15 
20 <170> SOFTWARE: PatentIn Ver. 2.0 
22 <210> SEQ ID NO: 1 " 
2 3 <211> LENGTH: 1059 
24 <212> TYPE; DNA 
2 5 <213> ORGANISM; Homo sapiens 

27 <4 00> SEQUENCE; 1 

28 gactctgccc ttgagggycc taggggtgca gccagcctgc tccgagctcc cctgcagatg 60 

29 gaggaggcca tcctggtccc ctgcgtgctg gggctcctgc tgctgccatc ctggccatgt 120 

30 tgatggcact gtgtgtgcac tgccacagac tgccaggctc ctacgacagc acatcctcag 180 

31 atagtttgta tccaaggggc atccagttca aacggcctca cacggttgcc ccctggccac 240 

32 ctgcctaccc acctgtcacc tcctacccac ccctgagcca gccagacctg otccccatcc 300 

33 caagatcccc gcagcccctt gggggctccc accggacgcc atcttcccgg cgggattctg 360 

34 atggtgccaa cagtgtggcg agctacgaga acgaggaacc agcctgtgag gatgcagatg 420 

35 aggatgagga cgactatcac aacccaggct acctggtggt gcttcctgac agcaccccgg 480 
35 ccactagcac tgctgcccca tcagctcctg cactcagcac ccctggcatc cgagacagtg 540 

37 ccttctccat ggagtccatt gatgattacg tgaacgttcc ggagagcggg gagagcgcag 600 

38 aagcgtctct ggatggcagc cgggagtatg tgaatgtgtc ccaggaactg catcctggag 660 

39 cggctaagac tgagcctgcc gccctgagtt cccaggaggc agaggaagtg gaggaagagg 720 

40 gggctccaga ttacgagaat ctgcaggagc tgaactgagg gcctgtggag gccgagtctg 780 

41 tcctggaacc aggcttgcct gggacggctg agctgggcag ctggaagtgg ctctggggtc 840 

42 ctcacatggc gtcctgccct tgctccagcc tgacaacagc ctgagaaatc cccccgtaac 900 

43 ttattatcac tttggggttc ggcctgtgtc ccccgaacgc tctgcacctt ctgacgcagc 960 

44 ctgagaatga cctgccctgg ccccagccct actctgtgta atagaataaa ggcctgcgtg 1020 

45 tgtctgtgga aaaaaaaaaa aaaaaaaaaa aaaaaaaaa 1059 
4 7 <2.10> SEQ ID NO: 2 

4 8 <211> LENGTH: 14 61 
49 <212> TYPE: DNA 

5 0 <2.13> ORGANISM: Homo sapiens 
52 <220> FEATURE; 

5 3 <2 2 3> OTHER INFOI^ATION : Description of Artificial Sequence; Synthethic 

55 <4 0 0> SEQUENCE; 2 

56 accccatctt catctggcct tgactctgcc cttgaggggc ctaggggtgc agccagcctg 60 

57 ctccgagctc ccctgcagat ggaggaggcc atcctggtcc cctgcgtgct ggggctcctg 120 

58 ctgctgccca tcctggccat gttgatggca ctgtgtgtgc actgccacag actgccaggc 180 

59 tcctacgaca gcacatcctc agatagtttg tatccaaggg gcatccagtt caaacggcct 240 

60 cacacggttg ccccctggcc acctgcctac ccacctgtca cctcctaccc acccctgagc 300 
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61 cagccagacG tgctccccat cccaagatcc ccgcagcccc ttgggggctc ccaccggacg 360 

62 ccatctttcc cggcgggatt ctgatggtgc caacagtgtg gcgagctacg agaacgaggg 420 

63 tgcgtctygg atccgaggtg cccaggctgg gtggggagtc tggggtccgt cctggactag 4 80 
6A gctgacccct gtgtcgttac ccccagaacc agcotgtgag gatgcagatg aggatgagga 54 0 

65 cgactatcac aacccaggct acctggtggt gcttcctgac agcaccccgg ccactagcac 600 

66 tgctgcccca tcagctcctg cactcagcac ccctggcatc cgagacagtg ccttctccat 660 

67 ggagtccatt gatgattacg tgaacgttcc ggagagcggg gagagcgcag arjgcgtctct 720 

68 ggatggcagc cgggagtatg tgaatgtgtc ccaggaactg catcctggag cggctaagac 780 

69 tgagcctgcc gccctgagtt cccaggaggc agaggaagtg gaggaagagg gggctccaga 840 

70 ttacgagaat ctgcaggagc tgaactgagg gcctgtggag gccgagtctg tcctggaacc 900 

71 aggcttgcct gggacggctg agctgggcag ctggaagtgg ctctggggtc ctcacatggc 960 

72 gtcctgccct tgctccagcc tgacaacagc ctgagaaatc cccccgtaac ttattatcac 1020 

73 tttggggttc ggcctgtgtc ccccgaacgc tctgcacctt ctgacgcagc ctgogaatga 1080 

74 cctgccctgg ccccagccct actctgtgta atagaataaa ggcctgcgtg tgtctgtgtt 1140 

75 gagcgtgcgt ctgtgtgtgc ctgtgtgcga gtctgagtca gagatttgga gatgtctctg 1200 

76 tgtgtttgtg tgtatctgtg ggtctccatc ctccatgggg gctcagccag gtgctgtgac 1260 

77 accccccttc tgaatgaagc cttctgacct gggctggcac tgctgggggt gaggacacat 1320 

78 tgccccatga gacagtccca gaacacggca gctgctggct gtgacaatgg tttcaccatc 1380 

79 cttagaccaa gggatgggac ctgatgacct gggaggactc ttttagttct tacctcttgt 14 40 

80 ggttctcaat aaaacagaac g 1461 
82 <210> SEQ ID NO: 3 

8 3 <211> LENGTH: 12 50 

84 <212> TYPE: DNA 

85 <213> ORGANISM: Mus musculus 
87 <400> SEQUENCE: 3 

08 ggcacgagca ggcggggagc aagaaagggg caggtacagc tgggcacggg gatcgtgcag 60 

89 ctggtagctg gggcacgggc cccagctctg gctctggggc gagcaccttt ccagagccaa 120 

90 cactgctctc aactcagtcc agcaagagag gggagccatc cagccccgaa aggatacggc 180 

91 tgcctactgc cgggcggatc ccaggctgga gcccgcttgg tcccataccc ctgctgccac 240 

92 tctgtctcga ggggctgcag tgcagcaggg cctgtggcag gtgctctgca gatggaagca 300 

93 gacgccUtga gcccggtggg yctgggcctc ctgctgctgc ccttcttggt cacgctcctg 360 

94 gctgccctgt gcgtgcgctg ccgtgagttg ccagtctcct atgacagcac ttccacagag 420 

95 agtttgtacc caagaagcat cctcatcaag ccacctcaaa taaccgtccc ccgaacacct 480 

96 gctgtttcct accctctagt cacttccttc ccacccctga ggcagccaga cctgctcccc 54 0 

97 atcccgagat ccccacagcc ccttgggggt tcccatcgga tgccatcttc ccagcagaat 500 

98 tcagatgatg ccaacagtgt ggcaagctac gagaaccagg agccagcctg taagaatgtg 660 

99 gatgcagatg aggatgaaga cgactatccc aacggctacc tagtggtgct gcctgacagt 720 

100 agtcctgctg ccgtccctgt tgtctcctct gctcctgtgc ctagcaaccc tgaccttgga 780 

101 gacagtgcct tctctgtgga gtcgtgtgaa gattacgtga atgttcctga gagtgaggag 84 0 

102 agcgcagagg cgtctctgga tgggagccgg gagtatgtga atgtgtcccc agagcagcag 900 

103 ccagtgacca gggctgagct ggcctctgtg aactcccagg aggtggaaga cgaaggagaa 960 

104 gaggaagggg tggatggaga ggaagctccc gactatgaga atctacagga gcttaactga 1020 

105 aagcctactg cagctgtctg tcctgaaact ggacttgctg gggtgtcgct aagaggatcc 1080 

106 catttgatct ctgccttgcc acagcctgag aatcttcccc taacttattg tcactttggg 1140 

107 gtccagtctg tgtccccaat attctgtacc ttctgataaa gcctgagaat gaatctggtt 1200 

108 ccagccagac catgtcatgg aataaaggcc atgtgacata aaaaaaaaaa aaaaaaaaaa 1260 

110 <210> SEQ ID NO: 4 

111 <211> LENGTH: 233 

112 <212> TYPE; PRT 
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186 Met Pro Ser Ser Gin Gin Asn Sex Asp Asp Ala Asn Ser Val Ala Ser 

187 100 105 110 

189 Tyr Glu Asn Gin Glu Pro Ala Cys Lys Asn Val Asp Ala Asp Glu Asp 

190 115 120 125 

192 Glu Asp Asp Tyr Pro Asn Gly Tyr Leu Val Val Leu Pro Asp Ser Ser 

193 130 135 140 

195 Pro Ala Ala Val Pro Val Val Ser Ser Ala Pro Val Pro Ser Asn Pro 

196 145 150 155 160 

198 Asp Leu Gly Asp Ser Ala Phe Ser Val Glu Ser Cys Glu Asp Tyr Val 

199 165 170 175 

201 Asn Val Pro Glu Ser Glu Glu Ser Ala Glu Ala Ser Leu Asp Gly Ser 

202 180 185 190 

204 Ar^ Glu Tyr Val Asn Val Ser Pro Glu Gin Gin Pro Val Thr Arg Ala 

205 195 200 205 

207 Glu Leu Ala Ser Val Asn Ser Gin Glu Val Glu Asp Glu Gly Glu Glu 

208 210 215 220 

210 Glu Gly Val Asp Gly Glu Glu Ala Pro Asp Tyr Glu Asn Leu Gin Glu 

211 225 230 235 240 
213 Leu Asn 

217 <210> SEQ ID NO: 6 

21B <211> LENGTH: 2450 

210 <212> TYPE: DNA 

220 <213> ORGANISM: Homo sapi.ens 

222 <400> SEQUENCE: 6 

223 ggaataggtt agtttcagac aagcctgctt gccggagctc agcagacacc aggccttccg 

224 ggcaggcctg gcccaccgtg ggcctcagag ctgctgctgg ggcattcaga accggctctc 

225 cattggcatt gggaccagag accccgcaag tggcctgttt gcctggaoat ccacctgtac 

226 gtccccaggt ttcgggaggc ccaggggcga tgccagaccc cgcggcgcac ctgcccttct 
22 7 tctacggcag catctcgcgt gccgaggccg aggagcacct gaagct.ggcg ogcatggcgg 

228 acgggctctt cctgctgcgc cagtgcctgc gctcgctggg cggctatgtg ctgtcgctcg 

229 tgcacgatgt gcgcttccac cactttccca tcgagcgcca gctcaacggc acctacgcca 

230 ttgccggcgg caaagcgcac tgtggaccgg cagagctctg cgagttctac tcgcgcgacc 

231 ccgacgggct gccctgcaac ctgcgcaagc cgtgcaaccg gccgtcgggc ctcgagccgc 

232 agccgggggt cttcgactgc ctgcgagacg ccatggtgcg tgactacgtg cgccagacgt 

233 ggaagctgga gggcgaggcc ctggagcagg ccatcatcag ccaggccccg caggtggaga 

234 agctcattgc tacgacggcc cacgagcgga tgccctggta ccacagcagc ctgacgcgtg 

235 aggaggccga gcgcaaactt tactctgggg cgcagaccga cggcaagttc ctgctgaggc 

236 cgcggaagga gcgggcacat acgccctgtc cctcatctat gggaagacgg tgtaccacta 

237 cctcatcagc caagacaagg cgggcaagta ctgca ttccc gagggcacca agtttgacac 

238 gctctggcag ctggtggagt atctgaagct gaaggcggac gggctcatct actgcctgaa 

239 ggaggcctgc cccaacagca gtgccagcaa cgcctcaggg gctgctgctc ccacactccc 

240 agcccaccca tccacgttga ctcatcctca gagacgaatc gacaccctca actcagatgg 

241 atacaccctg agccagcacg cataacgtcc ccagacaaac cgcggccgat gcccatggac 

242 acgagcgtgt atgagagccc ctacagcgac ccagaggagc tcaaggacaa gaagctcttc 

243 ctgaagcgcg ataacctcct catagctgac attgaacttg gctgcggcaa ctttggctca 

244 gtgcgccagg gcgtgtaccg catgcgcaag aagcagatcg acgtggccat caaggtgctg 

245 aagcagggca cggagaaggc agacacggaa gagatgatgc gcgaggcgca gatcatgcac 

246 cagctggaca acccctacat cgtgcggctc attggcgtct gccaggccga ggccctcatg 

247 ctggtcatgg agatggctgg gggcgggccg ctgcacaagt tcctggtcgg caagagggag 
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24B 
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262 
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270 
271 
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2 74 
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280 
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3 04 
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cjagatccctg tgacjcciatgt ggccgagctg ctgcaccagg tgtccatggg gatgaagtac 1560 
ctggaggrjga agaactttgt gcaccgtgac ctggcggccc gcaacgtcct gctggttaaa 1620 
ccggcactac gccaagatca gcgacttggc cLctccaaag cactgggtgc cgacgacagc 1680 
tactacactg cccgctcagc agggaagtgg ccgctcaagt ggtacgcQCc cgaatgcatc A740 
aacttccgca agttctccag ccgcagcgat gtctggagct atggggtcaC catgtgggag 1800 
gccttgtcct acggccagaa gccctacaag aagatgaaag ggccggaggt catggccttc 1860 
atcgagcagg gcaagcggat ggagtgccca ccagagtgtc cacccgaact gtacgcactc 1920 
atgagtgact: gctgga Lcta caagtgggag gatcgccccg acttcctgac cgtggaycag 1980 
cgcatgcgag cctgttacta cagcctggcc agcaaggtgg aagggccccc aggcagcaca 2040 
cagaaggctg aggctgcctg tgcctgagct cccgctgccc aggggagccc tccacgccgg 2100 
ctcttcccca ccctcagcco caccccaggt cctgcagtct ggctgagccc tgcttggttg 2160 
tctccacaca cagctgggct gtggtagggg gtgtctcagg ccacaccggc cttgcattgc 2220 
ctgcctggcc ccctgtcctc tctggctggg gagcagggag gtccgggagg gtgcggctgt 2280 
gcagcctgtc ctgggctggt ggctcccgga gggccctgag ctgagggcat tgcttacacg 2340 
gatgccttcc cctgggccct gacattggag cctgggcatc ctcaggtggt caggcgtaga 2400 
tcaccagaat aaacccagct tccctcttga aaaaaaaaaa aaaaaaaacc 2450 
<210> SKQ ID NO: 7 
<211> LENGTH: 617 
<212> TYPE: PRT 
<213> ORGANISM: Honio sapiens 
<40 0> SEQUENCE: 7 



Met Pro Asp Pro Ala Ala His Leu Pro Phe Phe Tyr Gly 

1.5 10 
Arg Ala Glu Ala Glu Glu His Leu Lys Leu Ala Gly Met 



20 



25 



Leu Phe Leu Leu Arg Gin Cys Leu Arg Ser Leu 



35 



40 



Ser Leu Val Asp Asp Val Arg Phe His His Phe 

50 55 

Leu Asn Gly Thr Tyr Ala lie Ala Gly Gly Lys 

65 70 75 

Ala Glu Leu Cys Gin Phe Tyr Ser Gin Asp Pro 

85 90 

Asn Leu Arg Asn Ala Cys Asn Arg Pro Pro Gly 
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Gly Val Phe Asp Cys Leu Arg Asp Ala Met Val 



115 



120 



Gin Thr Trp Lys Leu Glu Gly Asp Ala Leu Glu 



130 



135 



Gin Ala Pro Gin Val Glu Lys Leu lie Ala Thr 
14 5 150 15 5 

Met Pro Trp Tyr His Ser Ser Leu Thr Arg Glu 

165 170 
Leu Tyr Ser Gly Gin Gin Thr Asp Gly Lys Phe 

180 185 
Lys Glu Gin Gly Thr Tyr Ala Leu Ser Leu Val 

195 200 
Tyr His Tyr Leu lie Ser Gin Asp Lys Ala Gly 
210 215 
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STATISTICS SUMMARY DATE: 03/15/2001 

PATPJNT APPLICATION; US/09/597,9 20 TIME: 09:39:28 

input Set : A:\0 50 3 3.app 

Output Set: N:\CRF3\03152001\l597920.raw 

Application Serial Number: US/09/597,92 0 

Alpha or 'Numeric : Numeric 

Application Class: 

Application File Date: 06-19-2000 

Art Unit: 

Software Application: I'atentln 

Total Number of Sequences: 15 

Number of Seqs : 15727 

Number of Peps: 3G06 

Number of Errors: 0 

Number of Warnings: 0 

Number of Corrections: 2 

MESSAGE SUMMARY 

270 C: 1 (Current Application Number differs) 

271 C: 1 (Current Filing Date differs) 
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